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Figure 5. Heatmap of microRNAs relative expression changes before and after radiation therapy
Conclusion

ldentification of miR-1-3p, miR-21-5p, miR-24-3p, miR-29a-3p, miR-34a-3p and miR-222-3p levels in lung cancer patients
= could be used to predict RICT and determine personalized ionization dose to reduce toxicity to the heart. To validate these
Results analysis RT-qPCR miRNAs as potential biomarkers for radiation-induced cardiac toxicity further analysis is needed.
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